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[Abstract] Objective To investigate the impacts of long noncoding RNA LINCO00662 on the proliferation and apoptosis of
renal cell carcinoma cells by regulating microRNA (miR) -340-Sp. Methods qRT-PCR was used to detect the expressions of
LINC00662 and miR-340-Sp in clear cell renal cell carcinoma (ccRCC) tissues from 60 patients with ccRCC, as well as in human clear
cell renal cell carcinoma cells. The targeting relationship between LINC00662 and miR-340-5p was validated by bioinformatics

analysis and luciferase assay. Human renal clear cell adenocarcinoma cells 786-O were assigned into blank group, downregulation
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control group, LINCO00662 downregulation group, upregulation control group, miR-340-Sp upregulation group, LINC00662
downregulation+anti-miR-NC group, and LINC00662 downregulation+anti-miR-340-5p group. Clone formation experiment and CCK-8
assay were employed to detect cell proliferation and viability. Annexin V/PI double staining was utilized to evaluate cell apoptosis.
Western blotting was applied to detect proliferating cell nuclear antigen (PCNA) and Bcl-2 interacting mediator of cell apoptosis (Bim)
proteins in cells. The nude mouse xenograft assay was conducted to assess the effects of LINC00662 and miR-340-5p on PCNA and Bim
proteins in nude mouse tumor tissues and tumor growth in vivo. Results Compared with adjacent tissues or normal renal epithelial
cells, LINC00662 expression was significantly higher (P<0.05), and miR-340-Sp expression was significantly lower than that in ccRCC
tissues or 3 ccRCC cells (P<0.05). Bioinformatics analysis and luciferase assay showed that LINC00662 targeted and regulated miR-340-Sp.
Compared with blank group and downregulation control group, 786-O cells in LINC00662 downregulation group showed decreased
clone formation number, cell viability, LINC00662 expression, PCNA protein level, and the weight and volume of nude mouse
xenografts (P<0.05), and increased miR-340-Sp expression, apoptosis rate, and Bim protein level (P<0.05). Compared with blank group
and upregulation control group, 786-O cells in miR-340-5p upregulation group showed decreased clone formation number, cell viability,
PCNA protein level, and the weight and volume of nude mouse xenografts (P<0.05), and increased apoptosis rate, miR-340-Sp
expression, and Bim protein level (P<0.05). Compared with LINC00662 downregulation group and LINC00662 downregulation-+anti-
miR-NC group, 786-O cells in LINC00662 downregulation+anti-miR-340-5p group showed increased clone formation number, cell
viability, PCNA protein level, and the weight and volume of nude mouse xenografts (P<0.0S), and decreased apoptosis rate, miR-340-Sp
expression, and Bim protein level (P<0.05). Conclusion Knockdown of LINC00662 can inhibit the proliferation and viability of
ccRCC cells, suppress tumor growth in vivo, and promote cell apoptosis by upregulating miR-340-5p.
[Keywords] clear cell renal cell carcinoma; LINC00662; miR-340-Sp; proliferation; apoptosis
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